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Fig. S1
Bayesian inference of the number of clusters (K). K was estimated using (a) the posterior probability of the data given each K (20 replicates) (mean ± SD) and (b) the distribution of delta K. 
Fig.S3
Graphical representation of 14 competing scenarios tested in three steps (a-c) by approximate Bayesian computation. NA, X and Xa refer to effective sizes of putative ancestral, standing and founding populations, and t1, ta, t2 and t3 to divergence times (mutation models are mentioned within the figure and prior settings of population parameters are listed in Table S2 ). Posterior probabilities (P) of the scenarios and 95% confidence intervals of P (in brackets) computed using a logistic regression estimate are given under each scenario. The most probable scenario for each step is framed by black rectangle.
Fig.S4 Principal Component
Analysis obtained by DIYABC model checking for the three optimal scenarios.
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Step 3: 1×10 -4 a Conditional constraints: ta < t1, ta < t2, t1 < t2, t2 ≤ t3. Step 1 
